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large number of promising genes/proteins have been found to be relat-

ed to the kidney stone formation. Identifying highly pathogenic biological
events in these candidates will advance our understanding of kidney stone
formation. We performed protein-protein interaction (PPI) networks analysis
by integrating datasets from four genome-wide association studies (GWAS),
a microarray study and a urine proteomics study. Highly connected genes/
proteins were calculated to construct corresponding direct network, respec-
tively. Permutation tests were performed to evaluate the networks reliability.
Backbone networks were extracted to acquire essential genes/proteins for
functional enrichment analysis. Overlaps were performed to identify accu-
mulations of abnormal genes, biological processes (BPs) and pathways. We
found that the abnormal accumulation were overlapped at three genes, in two
pathways and in five BPs. Abnormal changes accumulated in these genes,
pathways and BPs may increase risk of stone formation. Our findings provide
valuable information for screening potential biomarkers and further clarifying
kidney stone formation mechanism.
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