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Image processing, detection of sepsis biomarkers and computation of concentration from intensity in 
duplex LFIA
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R is a well - know open-source software for statistical analysis. 
The complete algorithm is developed in R-software utilizing 

the packages EB Image, ggplot2 and ggpmisc. The algorithm 
involves the image-processing of the duplex LFIA green and red 
quantum dots strips, through R package EB Image, followed by 
linearly fitted calibration plots to compute the concentration 
from intensity. These calibration plots also provide the 
quantitative analysis of the duplex LFIA assay. The calibration 
plots of red quantum dots at different specific concentrations 
of green quantum dots, followed by green quantum dots at 
different concentrations of red quantum dots, explain the fate 
and effect of green and red QDs with respect to each other’s 
presence in duplex LFIA assay. In future, the algorithm can be 
implemented in an R package, utilizing a Shiny app to provide a 

user-friendly stand-alone and web-based app.
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