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Introduction

Food microbiology papers published during the once decade
have been characterized by multidisciplinary interests that have
verified the adding quantum of substantiation that has
intertwined microorganisms in different areas, including food
technology, food safety and hygiene, food poisoning, food
genomics, and, more generally, food comics, functional foods,
and probiatics, besides arising methodologies that have been
applied to food analyses. Probiotics exploration and invention
in functional food product deserves particular attention.
Numerous papers have concentrated on the survival of implicit
probiotic bacteria in the gastro-intestinal tract (GIT), the
microbial tenacious capacity and colonization of the gut, the
safety status of probiotic strains, as well as gut micro biome
homeostasis conservation by competitively inhibiting the
growth of pathogens or producing antimicrobial composites.
Still, new probiotic strains are (or will be) screened for natural
bioactive substances, immunomodulation capacity, as well as
anticancer and other health benefits. Fifteen Research Topics
on these important subjects have been submitted to the Food
Microbiology section. A new period within probiotics
exploration has started with an adding interest in the use of gut
commensal bacteria as implicit probiotics, similar as strains
belonging to the rubrics Bactericides, Clostridium, Bifid
bacterium, and faecal bacterium, which predominate in the
mortal gut micro biome.

At the same time, several studies dealing with health-
promoting benefits associated with the consumption of
fermented foods and potables have been proposed. Global
fermented foods classified into nine major groups on the base
of raw accoutrements — can be represented by further than
kinds being consumed around the world by billions of people.
In the last 20 times, culture-independent styles have surfaced as
an accessible complement for assaying the macrobiotic of
fermented foods.
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Polymerase  chain response-denaturing grade  gel
electrophoresis (PCR-DGGE) was employed for covering
microorganisms during food product, storehouse, and
distribution. In the last decade, the high-outturn DNA
sequencing (HTS) technologies have made possible the
evaluation of macrobiotic of complex matrices, having a major
influence on food microbiology for the determination of the
Whole Genome Sequence (WGS) of a single dressed insulate
and for generating sequences of multiple microorganisms in a
sample (met genomics).

The operation of met genomics can give information on the
presence of corruption and pathogen microorganisms or
characterize unknown micro biota, particularly in fermented
foods. A veritably high number of studies have been published
in the “Food Microbiology” section on different traditional
fermented foods and potables. Aspects concerning the part of
microbial colleges involved in the metamorphosis of beast and
raw factory accoutrements in comestible fermented foods with
high nutritive value and that are rich in bioactive composites
salutary to consumers were bandied in detail. The history of
ethnical fermented foods and potables dates back to further
than times a gone and have evolved to save crops and dairies as
fermented foods, frequently using back- slopping to invest the
new batch by transferring an aliquot from the former food batch
and allowing for microbial adaption and natural selection of
strains. For this reason, the traditional, indigenous, or ethnical
food restlessness represent an artistic heritage at a global
position, harboring a huge inheritable eventuality for
undiscovered strains; exploration on this content has to be
bettered through better disquisition in the coming times. At
present, veritably intriguing exploration content on
“Microbiology of Ethnical Fermented Foods and Alcoholic
Potables of the World” has been proposed. In these studies,
Next Generation Sequencing (NGS) studies revealed new
confines of microbial ecology.
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