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Introduction
Outbreaks of foodborne illness are a common and urgent public 
health issue that have an impact on people and communities 
all over the world. These outbreaks, which are defined by the 
frequent occurrence of illnesses brought on by eating tainted 
food, present serious difficulties for the food sector and 
public health authorities. They can have detrimental effects 
on one's health, cause financial losses, and decrease customer 
confidence in the security of the food supply system [1].

Food or drinks contaminated with pathogenic microorganisms 
like bacteria, viruses, or parasites are the main cause of 
foodborne infections, also known as food poisoning. 
Additionally, certain bacteria's toxin production can result 
in foodborne diseases. These infections can have a variety 
of effects, from minor gastrointestinal discomfort to serious 
and perhaps life-threatening conditions. Nausea, vomiting, 
diarrhea, pain in the abdomen, fever, and, occasionally, 
dehydration are common symptoms [2].

A significant global public health hazard, foodborne diseases 
afflict millions of individuals each year. The ingestion of 
tainted foods or drinks carrying hazardous germs is the main 
cause of many disorders. For public health professionals, 
academics, and policymakers, it is critical to comprehend and 
compare the prevalence of diseases brought on by foodborne 
microbiological pathogens. Due to the inherent ambiguities 
in data gathering, reporting, and surveillance systems, this 
endeavor is not without its difficulties [3].

Underreporting is one of the main issues when determining the 
prevalence of foodborne infections. Unreported or incorrectly 
diagnosed cases of foodborne illness frequently occur, leaving 
an inadequate picture of the true disease burden. People with 
minor symptoms might not go to the doctor, and even if they 
do, doctors may not always link the disease to a particular 
foodborne pathogen. For testing and diagnosing foodborne 
infections, various areas and nations may use different 
techniques and standards. Direct comparisons can be difficult 
because of this unpredictability, which might cause disparities 
in reported cases [4].

It can be challenging to recognize and follow up on cases of 
people who have contracted foodborne infections because 

some of them may not have any symptoms at all or just have 
minor ones. Prevalence estimations are further complicated 
by the ability of asymptomatic carriers to unintentionally 
disseminate the disease to others. The symptoms of foodborne 
infections can appear hours to days after exposure. Due to 
the delay, it may be difficult to identify the precise source of 
contamination, which could result in incorrect classification or 
delayed reporting of cases [5]

Conclusion
It is difficult to compare the frequency of illness brought on 
by different types of foodborne microbiological pathogens, 
which is made more difficult by the inherent ambiguities in 
data collection and reporting. Even so, ongoing initiatives to 
standardize surveillance, investigate outbreaks, and carry out 
epidemiological research are expanding our knowledge of the 
range of foodborne illnesses. These initiatives are essential 
for spotting trends, new diseases, and efficient preventive 
measures.
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